
−2.9

−0.86

1.19

3.24
fatty acid biosynthetic process

G
S

Z
mBL
intermediate
non−mBL

FADS3
FADS3

PRKAB1
ACACA
PTGIS
SCD5

FADS2
FADS1
FADS1
FADS1

LPL
ELOVL2
PTGS2
PTGES

PRKAG2
ACACA
HACD3

SCD
SCD
SCD

HSD17B8
ELOVL6
ELOVL6
PTGDS
PTGDS
PTGS1
PTGS1
HACD1

FA2H
PECR

−3 2.3∆ e



−6

−4

−2

0

2

4

6

fatty acid biosynthetic process
G

S
Z

on
−
off

# features = 92

1

4



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

fatty acid biosynthetic process
G

S
Z


